WO 2005/073375 



1/23 



PCT/DK2005/000070 



Figure 1 



3' 




RSV enhancer / promoter 



WO 2005/073375 



2/23 



PCT/DK2005/000070 



Figure 2 



GPI 

pc UAA stop 



Pme I 



Pst\ 



CMV promoter 
3' splice acceptor 

3* splice acceptor 




SV40 promoter 
EM7 promoter 

bsd (Blasticidin R) 

dU3 

HIV-1 3' LTR 

SV40 polyA 
f1 ori 

bla promoter 



Amp 



5' splice donor 

HIV-1 5' LTR 
RSV enhancer / promoter 



pUC ori 



WO 2005/073375 



3/23 



PCT/DK2005/000070 



Figure 3 
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Figure 4 
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Figure 5 
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Figure 6 
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Figure 8 
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Figure 11 
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Figure 12 
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Figure 13 



A) Negative CHO-K1 control 
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Figure 14 (PC-GPI) 



MWQL TSL L L F VATW G I S GTP 
1 ATGTGGCAGC TCACAAGCCT CCTGCTGTTC GTGGCCACCT GGGGAATTTC CGGCACACCA 
APLD SVF SSS ERAH QVL RIR 
61 GCTCCTCTTG ACTCAGTGTT CTCCAGCAGC GAGCGTGCCC ACCAGGTGCT GCGCATCCGC 
KRAN SFL EEL RHSS LER ECI 
121 AAACGTGCCA ACTCCTTCCT GGAGGAGCTC CGTCACAGCA GCCTGGAGCG G GAG T G CAT A 

EEIC DFE EAK EIFQ NVD DTL 
181 GAGGAGATCT GTGACTTCGA GGAGGCCAAG GAAATTTTCC AAAATGTGGA T G AC AC AC T G 

AFWS KHV DGD Q C L V LPL EHP 
241 GCCTTCTGGT CCAAGCACGT CGACGGTGAC CAGTGCTTGG TCTTGCCCTT GGAGCACCCG 

CASL CCG HGT CIDG IGS FSC 
301 TGCGCCAGCC TGTGCTGCGG GCACGGCACG TGCATCGACG GCATCGGCAG CTTCAGCTGC 

DCRS GWE GRF CQRE VSF LNC 
361 GACTGCCGCA GCGGCTGGGA GGGCCGCTTC TGCCAGCGCG AGGTGAGCTT CCTCAATTGC 

SLDN GGC TH Y CLE E VGW RRC 
421 TCGCTGGACA ACGGCGGCTG CACGCATTAC TGCCTAGAGG AGGTGGGCTG GCGGCGCTGT 

SCAP GYK LGD DLLQ CHP AVK 
481 AGCTGTGCGC CTGGCTACAA GCTGGGGGAC GACCTCCTGC AGTGTCACCC CGCAGTGAAG 

FPCG RPW KRM EKKR SHL KRD 
541 TTCCCTTGTG GGAGGCCCTG GAAGCGGATG GAGAAGAAGC GCAGTCACCT GAAAC GAG AC 

TEDQ EDQ VDP RL1D GKM TRR 
601 ACAGAAGACC AAGAAGAC C A AGTAGATCCG CGGCTCATTG AT GG GAAGAT GACCAGGCGG 

GDSP WQV VLL DSKK KLA CGA 
661 GGAGACAGCC CCTGGCAGGT GGTCCTGCTG GAC T CAAAGA. AGAAGCTGGC CTGCGGGGCA 

VLIH PSW VLT AAHC MDE SKK 
721 GTGCTCATCC ACCCCTCCTG GGTGCTGACA GCGGCCCACT G CAT GGAT G A GTCCAAGAAG 

LLVR LGE YDL RRWE KWE LDL 
7 81 CTCCTTGTCA GGCTTGGAGA GTATGACCTG CGGCGCTGGG AGAAGT GGGA GCTGGACCTG 

DIKE VFV HPN YSKS TTD NDI 
841 GACATCAAGG AGGTCTTCGT CCACCCCAAC T AC AG C AAG7\ GCACCACCGA CAATGACATC 

ALLH LAQ PAT LSQT IVP ICL 
901 GCACTGCTGC ACCTGGCCCA GCCCGCCACC CTCTCGCAG7\ CCATAGTGCC CATCTGCCTC 

PDSG LAE REL NQAG QET LVT 
961 CCGGACAGCG GCCTTGCAGA GCGCGAGCTC AATCAGGCCG GCCAGGAGAC CCTCGTGACG 
GWGY HSS REK EAKR NRT FVL 
• 1021 GGCTGGGGAT AT CAC AGC AG CCGAGAGAAG GAGGCCAAGA GAAAC C G C AC CTTCGTCCTC 
NFIK IPV VPH NECS EVM SNM 
1081 AACTTCATCA AGATTCCCGT GGTCCCGCAC AATGAGTGCA G C GAGG T CAT GAGCAACATG 

VSEN MLC A G I LGDR Q D A CEG 
1141 GTGTCTGAGA ACATGCTGTG TGCGGGCATC CTCGGGGACC GGCAGGATGC CTGCGAGGGC 

DSGG PMV ASF HGTW FLV GLV 
1201 GACAGTGGGG GGCCCATGGT CGCCTCCTTC CACGGCACCT GGTTCCTGGT GGGCCTGGTG 

SWGE GCG LLH NYGV YTK VSR 
12 61 AGCTGGGGTG AGGGCTGTGG GCTCCTTCAC AACTACGGCG TTTACACCAA AGTCAGCCGC 

YLDW IHG HIR DKEA PQK SWA 
1321 TACCTCGACT GGAT T CAT GG GCACAT C AGA GACAAGGAAG CCCCCCAGAA GAGCTGGGCA 

PLEP TYC DLA PPAG TTD A A H 
1381 CCTCTGGAAC CCACGTACTG CGACCTCGCC CCTCCCGCTG GCACGACCGA TGCCGCTCAC 

PGRS VVP ALL PLLA GTL LLL 
14 41 CCTGGCCGGA GCGTCGTGCC TGCCCTCCTG CCTCTGCTCG CCGGGACCCT CCTGCTCCTG 

ETATAP* * 
1501 GAAACCGCTA CCGCTCCC TA GTAA 
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Figure 15 (PC-UAAC-GPI) 



MWQL TSL LLF VATW GIS GTP 
1 ATGTGGCAGC TCACAAGCCT CCTGCTGTTC GTGGCCACCT GGGGAATTTC CGGCACACCA 
APLD SVF SSS ERAH QVL RIR 
61 GCTCCTCTTG ACTCAGTGTT CTCCAGCAGC GAGCGTGCCC ACCAGGTGCT GCGCATCCGC 
KRAN SFL EEL RHSS LER ECI 
121 AAACGTGCCA ACTCCTTCCT GGAGGAGCTC C G T C AC AG C A GCCTGGAGCG GGAGT GCAT A 

EEIC DFE EAK EIFQ NVD DTL 
181 GAGGAGAT C T GTGACTTCGA GGAGGCCAAG GAAATTTTCC AAAATGTGGA T GAG AC AC T G 

AFWS KHV DGD QCLV LPL EHP 
241 GCCTTCTGGT CCAAGCACGT CGACGGTGAC CAGTGCTTGG TCTTGCCCTT GGAGCACCCG 

CASL CCG HGT CIDG IGS FSC 
301 TGCGCCAGCC TGTGCTGCGG GCACGGCACG TGCATCGACG GCATCGGCAG CTTCAGCTGC 

DCRS GWE GRF CQRE VSF LNC 
361 GACTGCCGCA GCGGCTGGGA GGGCCGCTTC TGCCAGCGCG AGGTGAGCTT CCTCAATTGC 

SLDN GGC THY CLEE VGW RRC 
421 TCGCTGGACA ACGGCGGCTG CACGCATTAC TGCCTAGAGG AGGTGGGCTG GCGGCGCTGT 

SCAP GYK LGD DLLQ CHP A V K 
4 81 AGCTGTGCGC CTGGCTACAA GCTGGGGGAC GACCTCCTGC AGTGTCACCC CGCAGTGAAG 

FPCG RPW KRM EKKR SHL KRD 
541 TTCCCTTGTG GGAGGCCCTG GAAGCGGATG GAGAAGAAGC GCAGTCACCT G AAAC GAG AC 

TEDQ EDQ VDP RLID GKM TRR 
601 AC AG AAG AC C AAG AAG AC C A AGTAGATCCG CGGCTCATTG ATGGGAAGAT GACCAGGCGG 

GDSP WQV VLL DSKK K L A CGA 
661 GGAGACAGCC CCTGGCAGGT GGTCCTGCTG GACTCAAAGA AGAAGCTGGC CTGCGGGGCA 

VLIH PSW VLT AAHC MDE SKK 
721 GTGCTCATCC ACCCCTCCTG GGTGCTGACA GCGGCCCACT GCATGGATGA GTCCAAGAAG 

LLVR LGE YDL RRWE KWE LDL 
7 81 CTCCTTGTCA GGCTTGGAGA GTATGACCTG CGGCGCTGGG AGAAGT GGGA GCTGGACCTG 

DIKE VFV HPN YSKS TTD N D I 
841 GAC AT CAAGG AGGTCTTCGT CCACCCCAAC TACAGCAAGA GCACCACCGA CAATGACATC 

ALLH LAQ PAT LSQT IVP ICL 
901 GCACTGCTGC ACCTGGCCCA GCCCGCCACC CTCTCGCAGA CCATAGTGCC CATCTGCCTC 

PDSG LAE REL NQAG QET LVT 
961 CCGGACAGCG GCCTTGCAGA GCGCGAGCTC AATCAGGCCG GCCAGGAGAC CCTCGTGACG 
GWGY HSS REK EAKR NR T FVL 
1021 GGCTGGGGAT AT CAC AGCAG CCGAGAGAAG GAGGCCAAGA GAAACCGCAC CTTCGTCCTC 

NFIK IPV VPH NECS EVM SNM 
10 81 AACTTCATCA AGATTCCCGT GGTCCCGCAC AATGAGT GCA GCGAGGTCAT GAGCAACATG 

VSEN MLC A G I LGDR QDA CEG 
1141 GTGTCTGAGA ACATGCTGTG TGCGGGCATC CTCGGGGACC GGCAGGATGC CTGCGAGGGC 

DSGG PMV A SF HGTW FLV GLV 
12 01 GACAGTGGGG GGCCCATGGT CGCCTCCTTC CACGGCACCT GGTTCCTGGT GGGCCTGGTG 

SWGE GCG LLH NYGV YTK VSR 
12 61 AGCTGGGGTG AGGGCTGTGG GCTCCTTCAC AACTACGGCG T T T AC AC CAA AGTCAGCCGC 

YLDW IHG HIR DKEA PQK SWA 
1321 TACCTCGACT GGATT CAT GG GCACATCAGA GACAAGGAAG CCCCCCAGAA GAGCTGGGCA 

P * L E PTY CDL APPA GTT D A A 
1381 CCT TAA CTGG AACCCACGTA CTGCGACCTC GCCCCTCCCG CT GGC AC GAC CGATGCCGCT 

HPGR S V V PAL IiPLL AGT LLL 
14 41 CACCCTGGCC GGAGCGTCGT GCCTGCCCTC CTGCCTCTGC TCGCCGGGAC CCTCCTGCTC 

LETA TAP *** * 
1501 CTGGAAACCG CTACCGCTCC C TAGTAATAG TGA 
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Figure 16 (PC-UGAC-GPI) 



MWQL TSL LLF V A T W GIS GTP 

1 ATGTGGCAGC TCACAAGCCT CCTGCTGTTC GTGGCCACCT GGGGAATTTC CGGCACACCA 

APLD SVF SSS ERAH QVL RIR 

61 GCTCCTCTTG ACTCAGTGTT CTCCAGCAGC GAGCGTGCCC ACCAGGTGCT GCGCATCCGC 

KRAN SFL EEL RHSS LER ECI 

121 AAACGTGCCA ACTCCTTCCT GGAGGAGCTC C G T C AC AG C A GCCTGGAGCG G GAG T G CAT A 

EEIC DFE EAK EIFQ NVD DTL 

181 GAG GAG AT C T GTGACTTCGA GGAGGCCAAG GAAATTTTCC AAAATGTGGA T G AC AC AC T G 

AFWS KHV DGD QCLV LPL EHP 

241 GCCTTCTGGT CCAAGCACGT CGACGGTGAC CAGTGCTTGG TCTTGCCCTT GGAGCACCCG 

C A S L CCG HGT CIDG IGS FSC 

301 TGCGCCAGCC TGTGCTGCGG GCACGGCACG TGCATCGACG GCATCGGCAG CTTCAGCTGC 

DCRS GWE G R F CQRE V S F L N C 

3 61 GACTGCCGCA GCGGCTGGGA GGGCCGCTTC TGCCAGCGCG AGGTGAGCTT CCTCAATTGC 

SLDN GGC THY CLEE VGW RRC 

421 TCGCTGGACA ACGGCGGCTG CACGCATTAC TGCCTAGAGG AGGTGGGCTG GCGGCGCTGT 
SCAP GYK LGD DLLQ CHP A V K 

4 81 AGCTGTGCGC CTGGCTACAA GCTGGGGGAC GACCTCCTGC AGTGTCACCC CGCAGTGAAG 

FPCG RPW KRM EKKR SHL KRD 

541 TTCCCTTGTG GGAGGCCCTG GAAGCGGATG GAGAAGAAGC GCAGTCACCT G AAAC GAG AC 

TEDQ EDQ VDP RLID GKM TRR 

601 AC AG AAG AC C AAGAAG AC C A AG TAG AT CCG CGGCTCATTG ATGGGAAGAT GACCAGGCGG 

GDSP WQV VLL DSKK KLA CGA 

661 GGAGACAGCC CCTGGCAGGT GGTCCTGCTG GACTCAAAGA AGAAGCTGGC CTGCGGGGCA 

VLIH PSW VLT AAHC MDE SKK 

721 GTGCTCATCC ACCCCTCCTG GGTGCTGACA GCGGCCCACT GCATGGATGA G T C C AAG AAG 

LLVR LGE YDL RRWE KWE LDL 

781 CTCCTTGTCA GGCTTGGAGA GTATGACCTG CGGCGCTGGG AGAAGTGGGA GCTGGACCTG 

DIKE VFV HPN YSKS TTD NDI 

8 41 GACAT CAAGG AGGTCTTCGT CCACCCCAAC TACAGCAAGA GCACCACCGA CAATGACATC 

ALLH LAQ PAT LSQT IVP I C L 

901 GCACTGCTGC ACCTGGCCCA GCCCGCCACC CTCTCGCAGA CCATAGTGCC CATCTGCCTC 

PDSG LAE REL NQAG QET LVT 

961 CCGGACAGCG GCCTTGCAGA GCGCGAGCTC AATCAGGCCG GCCAGGAGAC CCTCGTGACG 
GWGY HSS REK EAKR NRT FVL 

1021 GGCTGGGGAT AT CACAGCAG C C GAG AG AAG GAGGCCAAGA GAAACCGCAC CTTCGTCCTC 

NFIK IPV VPH NECS EVM SNM 

10 81 AACTTCATCA AGATTCCCGT GGTCCCGCAC AATGAGTGCA GCGAGGTCAT GAGCAACATG 

VSEN MLC A G I LGDR QDA CEG 

1141 GTGTCTGAGA ACATGCTGTG TGCGGGCATC CTCGGGGACC GGCAGGATGC CTGCGAGGGC 

DSGG PMV ASF HGTW F L V* GLV 

1201 GACAGTGGGG GGCCCATGGT CGCCTCCTTC CACGGCACCT GGTTCCTGGT GGGCCTGGTG 

SWGE GCG L L H NYGV YTK VSR 

1261 AGCTGGGGTG AGGGCTGTGG GCTCCTTCAC AACTACGGCG T T T AC AC C AA AGTCAGCCGC 

YLDW I H G HIR DKEA PQK SWA 

1321 TACCTCGACT GGATTCATGG G C AC AT C AG A G AC AAG G AAG CCCCCCAGAA GAGCTGGGCA 

P*LE PTY CD L APPA GTT D A A 

1381 CCT TGA CTGQ AACCCACGTA CTGCGACCTC GCCCCTCCCG CTGGCACGAC CGATGCCGCT 

HPGR S V V PAL LPLL AGT LLL 

14 41 CACCCTGGCC GGAGCGTCGT GCCTGCCCTC CTGCCTCTGC TCGCCGGGAC CCTCCTGCTC 

LETA TAP *** * 
1501 CTGGAAACCG CTACCGCTCC C TAGTAATAG TGA 
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Figure 17 (FVII-UAA-GPI) 



MVSQ ALR LLC LLLG LQG CLA 
1 ATGGTCAGCC AGGCCCTCCG CCTCCTGTGC CTGCTCCTGG GGCTGCAGGG CTGCCTGGCT 

AVFV TQE EAH GVLH R R R RAN 
61 GCCGTCTTCG TCACCCAGGA GGAAGCCCAT GGCGTCCTGC ATCGCCGGCG CCGGGCCAAT 

AFLE ELR PGS LERE CKE EQC 
121 GCCTTTCTGG AAGAGCTCCG CCCTGGCTCC CTGGAACGCG AATGCAAAGA GGAA.CAGTGC 

SFEE ARE IFK DAER TKL FWI 
181 AGCTTTGAGG AAGCCCGGGA GATTTTCAAA GACGCTGAGC GGACCAAACT GTTTTGGATT 

SYSD GDQ CAS SPCQ NGG SCK 
241 AGCTATAGCG ATGGCGATCA GTGCGCCTCC AGCCCTTGCC AGAACGGGGG CTCCTGCAAA 

DQLQ SYI CFC LPAF EGR NCE 
301 GACCAGCTGC AGAGCTATAT CTGCTTCTGC CTGCCTGCCT TTGAGGGGCG CAATTGCGAA 

THKD DQL ICV NENG GCE QYC 

3 61 ACCCATAAGG ATGACCAGCT GATTTGCGTC AACGAAAACG GGGGCTGCGA GCAGTACTGC 

SDHT GTK RSC RCHE GYS LLA 
421 AG C GAT C AC A CGGGCACGAA GCGGAGCTGC CGCTGCCACG AAGGCTATAG CCTCCTGGCT 
DGVS CTP TVE YPCG KIP ILE 

4 81 GACGGGGTGT CCTGCACGCC CACGGTGGAA TACCCTTGCG GGAAGATTCC CATT CTAGAA 

KRNA SKP QGR IVGG KVC PKG 
541 AAGCGGAACG C TAG C AAAC C CCAGGGCCGG ATCGTCGGCG GGAAGGTCTG CCCTAAGGGG 

ECPW QVL LLV NGAQ LCG GTL 
601 GAGTGCCCCT GGCAGGTCCT GCTCCTGGTC AACGGGGCCC AGCTGTGCGG CGGGACCCTC 

INTI WVV S A A HCFD KIK NWR 
661 AT C AAT AC C A TTTGGGTCGT GTCCGCCGCT CACTGCTTCG AT AAG AT T AA GAATTGGCGG 

NLIA VLG EHD LSEH DGD EQS 
721 AACCTCATCG CTGTGCTCGG CGAACACGAT CTGTCCGAGC ATGACGGGGA CGAACAGTCC 

RRVA QVI IPS TYVP GTT NHD 
7 81 CGCCGGGTGG CTCAGGTCAT CATTCCCTCC ACCTATGTGC CTGGCACGAC CAATCACGAT 

IALL RLH QPV VLTD HVV PLC 
841 ATCGCTCTGC TCCGCCTCCA CCAGCCCGTC GTGCTCACCG ATCACGTCGT GCCTCTGTGC 

LPER TFS ERT LAFV RFS LVS 
901 CTGCCTGAGC GGACCTTTAG CGAACGCACG CTGGCTTTCG TCCGCTTTAG CCTCGTGTCC 

GWGQ LLD RGA TALE LMV LNV 
961 GGCTGGGGCC AGCTGCTCGA CCGGGGCGCT ACCGCTCTCG AGCTGATGGT GCTCAACGTC 
PRLM TQD CLQ QSRK VGD S PN 
1021 CCCCGGCTGA TGACCCAGGA CTGCCTGCAG CAGTCCCGCA AAGTGGGGGA CTCCCCCAAT 

ITEY MFC AGY SDGS KDS CKG 
1081 ATCACGGAGT ATATGTTTTG CGCTGGCTAT AGCGATGGCT CCAAGGATAG CTGCAAGGGG 

DSGG PHA THY RGTW YLT GIV 
1141 GACTCCGGCG GGCCCCATGC CACGCACTAT CGCGGGACCT GGTACCTCAC CGGGATCGTC 

SWGQ GCA TVG HFGV YTR VSQ 
1201 AGCTGGGGCC AGGGCTGCGC CACGGTGGGG CACTTTGGCG TCTACACGCG CGTCAGCCAG 

YIEW LQK LMR SEPR PGV LLR 
12 61 TACATTGAGT GGCTGCAGAA GCTCATGCGG AGCGAACCCC GGCCCGGGGT GCTCCTGCGG 

APFP * L E PTY C D L A PPA GTT 
1321 GCCCCTTTCC C TTAAC T GGA ACCCACGTAC TGCGACCTCG CCCCTCCCGC TGGGACGACC 

DAAH PGR S V V PALL PLL AGT 
1381 GATGCCGCTC ACCCTGGCCG GAGCGTCGTG CCTGCCCTCC TGCCTCTGCT CGCCGGGACC 

LLLL ETA TAP **** 
14 41 CTCCTGCTCC TGGAAACCGC TACCGCTCCC T AGT AAT AGT GA 
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Figure 18 (IFN-UGAG) 



MALP FAL LMA LVVL SCK SIC 

1 ATGGCTTTGC CTTTTGCTTT ACTGATGGCC CTGGTGGTGC TCAGCTGCAA GTCCATATGC 

SLGC DLP QTH SLGN RRA LIL 

61 TCTCTAGGC T GTGATCTGCC TCAGACCCAC AGCCTGGGTA ATAGGAGGGC CTTGATACTC 

LAQM GRI SPF SCLK DRH DFG 

121 CTGGCACAAA TGGGAAGAAT CTCTCCTTTC TCCTGCCTGA AGGACAGACA TGACTTTGGA 

FPQE EFD GNQ FQKA Q A I SVL 

181 TTCCCCCAGG AGGAGTTTGA TGGCAACCAG TTCCAGAAGG CTCAAGCCAT CTCTGTCCTC 

HEMI QQT FNL FSTK DSS ATW 

241 CAT GAGAT GA TCCAGCAGAC CTTCAATCTC TTCAGCACAA AGGACTCATC TGCTACTTGG 

EQSL LEK FST ELNQ QLN DLE 

301 GAACAGAGCC TCCTAGAAAA ATTTTCCACT GAACTTAACC AGCAGCTGAA TGACCTGGAA 

ACVI QEV GVE ETPL MNV DSI 

361 GCCTGCGTGA TACAGGAGGT TGGGGTGGAA GAGACTCCCC TGATGAATGT GGACTCCATC 

L A V K KYF QRI TLYL TEK KYS 

421 CTGGCTGTGA AGAAATACTT C C AAAG AAT C ACTCTTTATC TGACAGAGAA GAAATACAGC 

PCAW EVV RAE IMRS FSL SKI 
481 CCTTGTGCCT GGGAGGTTGT CAGAGCAGAA AT CAT GAGAT CCTTCTCTTT AT CAAAAAT T 

FQER LRR KEA AA GA PVP YPD 

541 TTTCAAGAAA GAT T AAGGAG GAAGGAA GCG GCCGCA [gGTG CGCCGGTGCC GTATCCGGAC | 

PLEP RKE T A A AKF E RQH MPS 

601 1 CCGCTGGAAC CGCGTAAAGA AACCGCTGCT GCTAAATTCG AACGCCAGCA CAT GGAC AGC [ 

* G , K P IPN PLL GLDS TLE PTY 

6 61 TC^ GTAAG^ ACCCACGTAC 

C D L A P P A G T T D A A H P G R S V V 

7 21 TGCGACCTCG CCCCTCCCGC TGGCACGACC GATGCCGCTC ACCCTGGCCG GAGCGTCGTG 

PALL PLL AGT LLLL ETA TAP 

7 81 CCTGCCCTCC TGCCTCTGCT CGCCGGGACC CTCCTGCTCC TGGAAACCGC TACCGCTCCC 

* * * * 

8 41 TAGTAATAGT GA 
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Figure 19 
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Figure 20 
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Figure 21 
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Figure 22 (FVII variant-UAA-GPI) 



MVSQ ALR LLC LLLG LQG CLA 
1 ATGGTCAGCC AGGCCCTCCG CCTCCTGTGC CTGCTCCTGG GGCTGCAGGG CTGCCTGGCT 

AVFV TQE EAH GVLH RRR RAN 
61 GCCGTCTTCG TCACCCAGGA GGAAGCCCAT GGCGTCCTGC ATCGCCGGCG CCGGGCCAAT 

AFLE ELR QGS LERE CKE EQC 
121 GCCTTTCTGG AAGAGCTCCG CCAGGGCTCC CTGGAACGCG AATGCAAAGA GGAACAGTGC 

SFEE ARE IFE DEEE T K L FWI 
181 AGCTTTGAGG AAGCCCGCGA GATTTTCGAA GACGAAGAAG AAACCAAGCT GTTTTGGATT 

SYSD GDQ CAS SPCQ NGG SCK 
241 AGCTATAGCG ATGGCGATCA GTGCGCCTCC AGCCCTTGCC AGAACGGGGG CTCCTGCAAA 

DQLQ SYI CFC LPAF EGR NCE 
301 GACCAGCTGC AGAGCTATAT CTGCTTCTGC CTGCCTGCCT TTGAGGGGCG CAATTGCGAA 

THKD DQL ICV NENG GCE QYC 
3 61 ACCCATAAGG ATGACCAGCT GATTTGCGTC AACGAAAACG GGGGCTGCGA GCAGTACTGC 

SDHN GTK RSC RCHE GYS LLA 
421 AGCGATCACA ACGGCACGAA GCGGAGCTGC CGCTGCCACG AAGGCTATAG CCTCCTGGCT 

DGVS CTP TVE YPCG KIP ILE 
481 GACGGGGTGT CCTGCACGCC CACGGTGGAA TACCCTTGCG GGAAGATTCC CAT T C T AG AA 

KRNA SKP QGR IVGG KVC PKG 
541 AAGCGGAACG CCAGCAAACC CCAGGGCCGG ATCGTCGGCG GGAAGGTCTG CCCTAAGGGG 

ECPW QVL LLV NGAQ LCG GTL 
601 GAGTGCCCCT GGCAGGTCCT GCTCCTGGTC AACGGGGCCC A.GCTGTGCGG CGGGACCCTC 

INTI WVV S A A HCFD KIK NWR 
661 AT C AAT AC C A TTTGGGTCGT GTCCGCCGCT CACTGCTTCG ATAAGATTAA GAATTGGCGG 

NLIA VLG EHD LSEH DGD EQS 
721 AACCTCATCG CTGTGCTCGG CGAACACGAT CTGTCCGAGC ATGACGGGGA CGAACAGTCC 

RRVA QVI IPS TYVP GTT NHD 
7 81 CGCCGGGTGG CTCAGGTCAT CATTCCCTCC ACCTATGTGC CTGGCACGAC C AAT C AC GAT 

I A L L RLH QPV NLTD HVV PLC 
841 ATCGCTCTGC TCCGCCTCCA CCAGCCCGTC AACCTCACCG ATCACGTCGT GCCTCTGTGC 

LPER TFS ERT LAFV RFS LVS 
901 CTGCCTGAGC GGACCTTTAG CGAACGCACG CTGGCTTTCG TCCGCTTTAG CCTCGTGTCC 

GWGQ LLD RGA TALE LMV LNV 
961 GGCTGGGGCC AGCTGCTCGA CCGGGGCGCT ACCGCTCTCG AGCTGATGGT GCTCAACGTC 

PRLM TQD CLQ QSRK VGD SPN 
1021 CCCCGGCTGA T G AC C C AG GA CTGCCTGCAG CAGTCCCGCA AAGTGGGGGA CTCCCCCAAT 

ITEY MFC AGY SDGS KDS CKG 
1081 ATCACGGAGT ATATGTTTTG CGCTGGCTAT AGCGATGGCT CCAAGGATAG CTGCAAGGGG 

DSGG PHA THY RGTW YLT GIV 
1141 GACTCCGGCG GGCCCCATGC CACGCACTAT CGCGGGACCT GGTACCTCAC CGGGATCGTC 

SWGQ GCA TVG HFGV YTR VSQ 
1201 AGCTGGGGCC AGGGCTGCGC CACGGTGGGG CACTTTGGCG TCTACACGCG CGTCAGCCAG 

YIEW LQK LMR S EPR PGV LLR 
1261 TACATTGAGT GGCTGCAGAA GCTCATGCGG AGCGAACCCC GGCCCGGGGT GCTCCTGCGG 

APFP * L E PTY CD LA PPA GTT 
1321 GCCCCTTTCC CT TAA CTGGA ACCCACGTAC TGCGACCTCG CCCCTCCCGC TGGCACGACC 

DAAH PGR SVV PALL PLL AGT 
1381 GATGCCGCTC ACCCTGGCCG GAGCGTCGTG CCTGCCCTCC TGCCTCTGCT CGCCGGGACC 

LLLL ETA TAP **** 
14 41 CTCCTGCTCC TGGAAACCGC TACCGCTCCC T AGT HAT AGT GA 
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